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spec.ar(stats) :
— Estimate Spectral Density of a Time Series from AR Fit
Description:

— Fits an AR model to x (or uses the existing fit) and computes (and by
default plots) the spectral density of the fitted model.

Usage

— spec.ar(x, n.freq, order = NULL, plot = TRUE, na.action = na.fail, method =
"yule-walker", ...)

Arguments

— X: A univariate (not yet:or multivariate) time series or the result of a fit by
ar.

— n.freq: The number of points at which to plot. order The order of the AR
model to be fitted. If omitted, the order is chosen by AIC.

— method: method for ar fit. (Burg/Yule-Walker/mle...)
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4.2 405

Import numpy as np
from rpy import r # T ARpyty

x =r.seq(0,48,4) # x <-seq(0,48,4)

X = np.array(x)

y = r.cos(2*r.pi/24*x) + r.rnorm(r.length(x))

arse = r.sepc_ar(y) # HRlEAEas s Hr v & arse<- spec.ar(y)
r.print(arse[freq’]) # print(arse$freq)

r.print(arse['spec’])
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ARSER

Introduction
Pre-installation
Usage
Input/Output Files

Download
Additional Tools
Contact

Rendong Yang and Zhen Su, Analyzing circadian expression data by harmonic
regression based on autoregressive spectral estimation Bioinformatics. 2010 Jun
15;26(12):1168-74. [link]

Introduction

ARSER is a Python package for identifying periodic expression profiles in analyzing
circadian microarray data and has been released under the GPL,

Pre-installation

ARSER package is implemented by Python calling R program.

Before using the package, please install the following software and packages first
- Programing environments:
1 Python version 2.5 or later
. R version 2.7 or later
- P.:xck,age:.
". scipy version 0.7 or later
4, numpy version 1.1 or later

http://bioinformatics.cau.edu.cn/ARSER

To avowd wading through all the details (and potential complications) on Installation, the
easiest thing for you to do is use one of the pre-packaged python distributions that already

,r-mwo‘e scipy/humpymaitplotlib built in. The Enthought Python Distribution (EPD) for

Windows, 05 X or Redhat is an excellent choice that “just works” out of the box, Another
excellent alternative for Windows users is Python (x, v).

Usage

- Command-line running:
usage: python arser.py input_file_name output_file_name
example: § python arser.py data.txt output.txt >& log.txt
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Number of samples identified

ARSER COSOPT Fisher.G 0 12 24 36 48
Methods
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http://bioinfo.cau.edu.cn/BioClock/index.php
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