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o MAk: http://www.bioconductor.org

@ Bioconductor is an open source and
open development software project for the
analysis and comprehension of genomic

data.
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o MAk: http://www.bioconductor.org

@ Bioconductor is an open source and
open development software project for the

|&\'r analysis and comprehension of genomic

= data.

e Bioconductor 2.3: 294N, El
XIR2.8, BIIMAIG MM, IMAXS B
AP BRI SR -
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o At (Software) :
o LIMMA: FE[RIUH Bodn ekt e Aot
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o M (Software) :
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o FFEE (AnnotationData) :

o GO.db: Gene OntologyiT B #x
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o At (Software) :
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o /EEHE (AnnotationData) :

o GO.db: Gene OntologyiT B #x A
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o M (Software) :
o LIMMA: JE PR ES y Hiiis 4 v i
o affyio: Affymetrix /s &% F B3 i b B
o FFEE (AnnotationData) :
o GO.db: Gene OntologyiT B #x
o hgul33a2.db: Affymetrix Human Genome U133A 2.0.t: H I
AR
o SZUGEHE (ExperimentData) :
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o M (Software) :
o LIMMA: JE PR ES y Hiiis 4 v i
o affyio: Affymetrix /s &% F B3 i b B
o FFEE (AnnotationData) :
o GO.db: Gene OntologyiT B #x
o hgul33a2.db: Affymetrix Human Genome U133A 2.0:t5 1 [
AR
o SZUGEHE (ExperimentData) :
o hapmapsnp5: A HLRAI T RISNP A
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CELfile 1

graph and Rgraphviz:

: i Completely connected
affy:Image of Affymetrix geneplotter: Comparing subgraphs for clusters of
probe-level intensities, mean expression levels genes with similar
image() function. between two groups. expression profiles.

Created with graph and
plotted using Rgraphviz.

{| chen.gang1983@gmail.com Bioconductori H fij /i



graph and Rgraphviz:

Graph of interacting

protein pairs with proteins
(nodes) colored according

to cell cycle expressio
profile cluster
membership. Created

with graph and plotted

using Rgraphviz.

Bioconductoriji

BioconductorH1 4 "
Bioconductor |
Bioconductorlf]

graph and Rgraphviz:

Graph representation of

the integrin mediated cell
adhesion pathway with

n nodes containing pie
charts displaying
expression levels for the

set of samples.
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corresponding gene over a

Swirl array §3: Boxplots of log-ratios by print-tip group

marrayPlots: boxplots of
log-ratios log» R/G by
print-tip group,
maBoxplot() function.
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source("http://bioconductor.org/biocLite.R")
biocLite()
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TR EAE D
Gene Ontology

| RGO AL

adhesion to host

60:0044406
o
adhesion to symbiont i ;l adhesion to other organism during synbiotic interaction
60:0051856 GO: 0051825

cell adhesion during biofilm formation
60:0043708

cell adhesion mediated by integrin
60:0033627

cell-cell adhesion
60:0016337

cell adhesion
60:0007155

cell-substrate adhesion
60:0031589

negutvely_regulates

milticellular organism adhesion

pesitively_regulaes 60:0022608

negative regulation of cell adhesion
60:0007162

regulation of biological process

mpules 60:0050789

positive regulation of cell adhesion
60:0045785

regulation of biological quality
60: 0065008

regulation of cell adhesion
60:0030155

regulation of molecular function
60:0065009

killing of cells of another organism
60:0031640
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GO TermZ [Al AL Y 52
e P.W. Lord

Simyord(terml, term2) = min {p(term)}
termée(terml,term?2)
@ Resnik
Simgesnik(terml, term2) = —In Simyopq(terml, term2)

chen.gang1983@gmail.com Bioconductori H fij /i



R ELAE T 19 2 RGO i L

GO TermZ [Al AL Y 52
e P.W. Lord

Simyord(terml, term2) = terme(tr;r:;nlytermz){p(term)}
@ Resnik
Simgesnik(terml, term2) = —In Simyopq(terml, term2)
e Jiang

Sim jiang (terml, term2) = 1—min(1, IC(term1)—2ICps+I1C(term?2))
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o Kk ANEKEAEZSEEPE (Human Protein

Reference Database)
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o Kk ANEKEAEZSEEPE (Human Protein

Reference Database)

o MAHE: 25,661
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o Kk ANEKEAEZSEEPE (Human Protein

Reference Database)
o MAAE: 25,661
o HH A EAE A s 37,107
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o GO term[f7335: 3Fh
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o GO term4325: 3Fh
o GO Term [AIAHALLE S . 7Hf
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o GO term[ff)5r2K: 3fh
o GO Termx [AIARMIPER L. 7Fh
o Gene ProductZ [A] ) GOA I E X . 4Fh
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o GO term[15335: 3Fh

o GO TermZ [AJ A E L. 7Hp

o Gene Product [A][{)GOARMLLIEE X 4%
ARG E: 3 X 7 x 4=284
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filterGenePairs <- function(genePairList) {
newGenelList <- matrix(ncol=2,nrow=0)

num <- 1
for(i in 1:(length(genePairList)/2)){
if (length(filterGO(genePairList[i,1])) != 0
&& length(filterGO(genePairList[i,2])) != 0 )
newGenelist <- rbind(newGenelList, genePairlList

}

return(newGenelList)
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getGenePairSim <- function(geneA, geneB, similarity = "fun!
similarityTerm = "Lin", verbose = FALSE) {

if (geneA & FALSE || geneB & FALSE) return(0)

if (geneA == geneB) return (1)

temp <- getGeneSim(c(geneA, geneB),
similarity = similarity,
similarityTerm = similarityTerm)
ret <- temp[2,1]
return(ret)
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